Chapter 14: Annotation Tasks

The manual Annotation Task is specifically designed for quality control and other special
projects. In this task, a registrar codes data items while reading text-based reports and
highlights supporting text for each data item. The task itself is flexible and can be adapted
to many different projects. The data items collected and the modes by which the data are
collected are part of the project definition.

These collection modes can be used in an Annotation Task: Single Annotation, Concurrent
Annotation, and Sequential Annotation.

¢ Single Annotation - A single set of values is collected by a registrar. One person
reviews the path report and codes values for the data items required by the project.
The coder is asked to highlight supporting text for each data item.

Two values are collected for each data item in Concurrent & Sequential Annotation modes.
The first is typically calculated by an automated SEER*DMS process. The second is
manually entered by the coder completing the Annotation Task.

e Concurrent Annotation — The coder sees the calculated value as they code.

e Sequential Annotation — The coder does not see the calculated values until they
review the path text, code and submit their values.

Example of an Annotation Project

As an example, the Annotation Task is being used to evaluate the Natural Language
Processing algorithms developed as part of the NCI-DOE collaboration. The API developed
by the DOE applies NLP algorithms to the pathology text. The API returns values for site,
histology, behavior, laterality, and grade. A person codes the same fields manually via one
of the modes listed above. If the manually coded values differ from the API then the
registrar is asked to review and confirm the entered values. The registrar highlights
supporting text which is used by the NCI, DOE, and IMS staff to improve the NLP
algorithms. If the original coder’s values differ with the API values, then the path report
moves to an Annotation Review task. A second registrar adjudicates the differences.

Creating Annotation Tasks

Currently, IMS staff must configure each Annotation Project per NCI and registry
specifications. IMS staff will also create the Annotation Tasks using the cohort defined in
the project’s protocol.

Completing an Annotation Task

Annotation Tasks will be assigned to each project participant. Click Annotation Tasks in
your list of tasks on the SEER*DMS home page.

As a task is completed, the next task assigned to that person will automatically open
(similar to a Path Screening Task). The interface is also similar to that of Path Screening,
except the fields are entered in the left column, and text highlighting is supported.
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The registrar should follow these steps when completing an Annotation Task:
1. Read the Annotation Task instructions in the bottom left panel.
2. Review the pathology text and code the data fields.
3. Single Annotation (Registrar Only)
a. Highlight supporting text for each field for which there is supporting text.

b. Enter a comment if there is no text to support the value of a data item; this
may be necessary if you need to enter unknown for a data item.

c. Click Complete
4. Concurrent Annotation:

a. Highlight supporting text for any field where your entry differs from the API
value. You have the option of highlighting text for every field, but
highlighting or a comment is required if your value differs from the API value.

b. Click Complete
5. Sequential Annotation:

a. Click Save. The API Values will be displayed and the Instructions Pane will list
the fields that had different values. Review the pathology text and decide
whether to:

i. Modify the codes that were originally assigned OR

ii. Keep the codes as originally assigned and highlight supporting text for
each data item (required).

b. Click Submit.

Highlighting Supporting Text

To highlight text using your mouse, position your cursor at the beginning of the text you
want to highlight. Press and hold your primary mouse button (typically the left-button).
While holding the mouse button, drag the cursor to the end of the text and let go of the
mouse button. The screen shot below shows text being highlighted in the Final DX field.

Final DX &* A

Breast, right areola and nipple] In-situ carcinoma with the following

characteristics: - Histologic type: Ductal, with extension into lobules.
- Nuclear grade: High grade (3/3).

- Mecrosis: Not present.

- Size/extent of DCIS: 10mm in greatest dimension (as measured on
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You will be prompted to select data items when you release the mouse. You may select one

or more data items for the same text.

supporting text for site and laterality.

In this example, the same phrase is used as

Final DX &

Data [tem *
Site

[+ La{f:j’ality
[] Histology

[] Behavior

Breast, right arecla and nipple: In-situ carcinoma with the following
r" marteristics” - Histnlagic twne® Nnctal with axtensinn inta lnholes

Comment

You may highlight multiple phrases for the same data item(s). This screen shot shows 3
separate phrases that were highlighted for site and laterality. The number of highlighted
phrases is shown for each data item.

SEER*DMS

Complete

Site *

. Annotation ‘i

API Lab Study
3

(349 : Lung, NOS

][~

C341 : Upper lobe, lung

Laterality %
2:Left
2:Left

Histology %
8140/3 : Adenccarcinoma, NOS

API did not return a value

Behavior ¥
3 : Malignant Primary
3 : Malignant Primary

Comment

Report indicates 2 separate primaries

APT

3

~

APL

ROOSEVELT, THOMAS 213-45-6739
Unlinked b. 06-01-1935
Clinical Hist &

Task v View v Manage v Tools System
HL7 E-Path REC-1000001202
<unk sex> MRN: Collected 10-15-2
State: UT FAC-9999 1 IMP-1009 i) on (
A~ Final DX & ~

Left upper and lower lobe nodules; biopsy-proven adenocarcinoma, left
upper lobe and left lower lobe; multiple bilateral ground glass opacity

nodules.

Nature of Spec

Gross Path &

1. Received fresh, labeled with the patient's name and "#1":
--Specimen: Left upper lobe lung wedge.

--Weight: 37 grams.

--Measurements: 8.7 x 5.2 x 4.5 cm.

--Margins: The staple line is removed, and the underlying parenchyma

inked blue.

Lesion:

Description: An ill-defined, firm, tan-yellow mass with a central
indurated focus.

Size: The firm, fibrous focus within the central portion of the mass
measures 1.5 x 1.2 x 0.6 cm. The ill-defined aspect of the mass

e R D

1. LUNG, LEFT UPPER LOBE WEDGE RESECTION:

Invasive adenocarcinoma, grade 2, acinar predominant with the
following components:

Acinar 80%, lepidic 15%, and micropapillary 5%.

A. Tumor size: Invasive component measures approximately 2.8 cm.
Tumor as a whole grossly measures 3.6 cm.

B. Tumor location: Left upper lobe.

C. Tumor extension: Confined to pulmonary parenchyma.

D. Resection margins: Tumor extends to 0.5 cm of resection margin.
E. Visceral pleural invasion: Not identified.

F. Peribronchial lymph node status: None identified.

G. Lymphatic/vascular invasion: Not identified.

H. Spread through airway spaces (STAS): Not identified.

I. Molecular studies: Can be performed upon request.

J. Pathologic stage: T1c NX.

K. Total lymph node summary: Ten (0/10) reactive lymph nodes free of
tumor.

2. LUNG, LEFT APICAL SEGMENT OF LOWER LOBE:
Colloid adenocarcinoma, grade 1, (4.6 x 3.4 x 2.3 cm) and separate
microscopic focus of adenocarcinoma with an acinar and lepidic growth

Annotation Review Tasks

A second manual task is created to adjudicate differences between two sets of values.
Consider the annotation project to evaluate the path coding API. If the coder enters a value
that differs from the API value then an Annotation Review task is created. This task is
assigned to a second coder; it would typically be assigned to a senior registrar for

adjudication.

The adjudicator reviews data items for fields that the API returned a value, but that value
differs from the original annotator’s values. In the Annotation Review task, the senior coder

sets each field to a value that they believe is correct.

senior coder should:

Annotation Tasks

In the Annotation Review task, the
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e Review each field. If the coder’s value is correct then leave the value as is.
¢ Review the supporting text for each field.
o If the appropriate text is highlighted then leave it as is.

o If you believe that additional text should be highlighted then highlight the
phrase and associate it with the field.

o You can also remove highlighting, if you do not think it is supportive for a
data item. To remove highlighting, click the text that is highlighted and then
uncheck the data item associated with that text.
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